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Introduction Research aims

What is an antioxidant drink? ' Production of the antioxidant drink | Novel Workflows for Target & Suspect screening

Antioxidant drink is comprised of ingredients

* Maximization of the intended chemical space coverage (antioxidants).
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Novel suspect and target screening methodologies for drink characterization have been developed using open-source software. For further information
Bioactivity-based and combinatorial-based suspect list. You can contact to:
26 compounds were identified via the developed methodologies in both ionization modes. panaranthi@chem.uoa.gr
The identified compounds, belonging to fatty acids, organic acids, flavonoids and their metabolites, amino acids and vitamins, enhance the beneficial effects of drink to humans’ health. vgikas@chem.uoa.gr
Citric acid and fumaric were found in high concentration levels. tzavell@chem.uoa.gr
Significant amounts of the antioxidants; quercetin and kaempferol were noticed. ntho@chem.uoa.gr
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